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SEQUENCE LISTING 

<110> Nuevolution A/S 

<120> Encoded molecules by translation (EMT) 
<130> P894PC00 
<160> 10 

<170> Patentln version 3.1 

<210> 1 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic construct 
<220> 

<221> MISC_FEATURE 

<222> (3).. (3) 

<223> X represents Xn, i.e. n number of any amino acid residues 



<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> X represents leucine, isoleucine or valine. 



<220> 

<221> MISC_FEATURE 

<222> (11).. (11) 

<223> X represents Xn, i.e. n number of any amino acid residues 



<220> 

<221> MISC_FEATURE 

<222> (13) . . (13) 

<223> X represents any amino acid 



<220> 

<221> MI SC_FEATURE 
<222> (4 ) . . (10) 

<223> the sequence motif consistinq of residues 4-10 may be repeated n 
times in the structure. 



<220> 

<221> MISC_FEATURE 
<222> (6) . . (6) 



I 

8 

w 
m 



i 



<223> 



X represents FE-unit 



<220> 

<221> MI SC_FEATURE 

<222> (10) . . (10) 

<223> X represents FE-unit 



<220> 

<221> MI SC_FEATURE 

<222> (9) . . (9) 

<223> X represents a polar residue 



<400> 1 

Met Cys Xaa Leu Lys Xaa Glu Xaa Xaa Xaa Xaa Cys Xaa 
1 5 10 



<210> 2 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic construct 
<220> 

<221> MI SC_FEATURE 

<222> (3).. (3) 

<223> X represents Xn, i.e. n number of any amino acid residues 



<220> 

<221> MISC_FEATURE 
<222> (4) . . (10) 

<223> the sequence motif consisting of residues 4-10 may be repeated 
times in the structure. 



<220> 

<221> MI SC_FEATURE 

<222> (11) . . (11) 

<223> X represents Xn, i.e. n number of any amino acid residues 



<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> X represents leucine, isoleucine or valine. 



<220> 

<221> MISC_FEATURE 

<222> (6).. (6) 

<223> X represents FE-unit 



<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> X represents FE-unit 



<220> 

<221> MISC_FEATURE 

<222> (13).. (13) 

<223> X represents any amino acid 



<220> 

<221> MI SC__FEATURE 

<222> (9).. (9) 

<223> X represents a polar residue 



<400> 2 

Met Cys Xaa Leu Glu Xaa Lys Xaa Xaa Xaa Xaa Cys Xaa 
1 5 10 



<210> 3 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic construct 
<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> X represents Xn, i.e. n number of any amino acid residues. 



<220> 

<221> MISC_FEATURE 

<222> (6).. (6) 

<223> X represents FE-unit 



<220> 

<221> MIS C_FE AT U RE 

<222> (8) . . (8) 

<223> X represents leucine, isoleucine or valine 



<220> 

<221> MIS C_FE AT U RE 

<222> (9) . . (9) 

<223> X represents FE-unit 



<220> 

<221> MISC_FEATURE 

<222> (10).. (10) 

<223> X represents a polar residue 



<220> 

<221> MISC_FEATURE 
<222> (4) . . (10) 

<223> the sequence motif consisting of residues 4-10 may be repeated n 
times in the structure. 



<220> 

<221> MISC_FEATURE 

<222> (11).. (11) 

<223> X represents Xn, i.e. n number of any amino acid residues. 



<220> 

<221> MISC_FEATURE 

<222> (13) . . (13) 

<223> X represents any amino acid 



<400> 3 

Met Cys Xaa Leu Lys Xaa Glu Xaa Xaa Xaa Xaa Cys Xaa 
1 5 10 



<210> 4 

<211> 13 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic construct 
<220> 

<221> MISC_FEATURE 

<222> (13).. (13) 

<223> X represents any amino acid 



<220> 



<221> MISC_FEATURE 
<222> (11).. (11) 

<223> X represents Xn, i.e. n number of any amino acid residues. 



<220> 

<221> MI SC_FE ATURE 

<222> (10).. (10) 

<223> X represents a polar residue 



<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> X represents FE-unit 



<220> 

<221> MI SC_FEATURE 

<222> (6) . . (6) 

<223> X represents FE-unit 



<220> 

<221> MI SC_FEATURE 

<222> (8) . . (8) 

<223> X represents leucine, isoleucine or valine 



<220> 

<221> MI SC_FEATURE 
<222> (4) . . (10) 

<223> the sequence motif consisting of residues 4-10 may be repeated n 
times in the structure. 



<220> 

<221> MI SC_FEATURE 

<222> (3) . . (3) 

<223> X represents Xn, i.e. n number of any amino acid residues. 



<400> 4 

Met Cys Xaa Leu Glu Xaa Lys Xaa Xaa Xaa Xaa Cys Xaa 
1 5 10 



<210> 5 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Synthetic construct 



<400> 5 

tagtccgaat cccggg 



<210> 6 

<211> 52 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic construct 



<400> 6 

ccgggatcct gtaatacgac tcactatagg ctgatcgatt tcagtacgga gg 



<210> 7 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic construct 

<400> 7 

cccgggattc ggact 



<210> 8 
<211> 76 
<212> RNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic construct 
<400> 8 

gcggauuuag cucaguuggg agagcgccag acugaaaauc uggagguccu guguucgauc 
cacagaauuc gcacca 



<210> 9 

<211> 76 

<212> RNA 

<213> Artificial Sequence 



<220> 

<223> Synthetic construct 



<400> 9 

gcggauuuag cucaguuggg agagcgccag acucuuaauc uggagguccu guguucgauc 60 



cacagaauuc gcacca 



76 



<210> 
<211> 
<212> 
<213> 



Artificial Sequence 



10 

76 
RNA 



<220> 

<223> Synthetic construct 
<220> 

<221> misc_feature 
<222> (34) . . (36) 

<223> variable sequence (i.e. anticodon) 
<400> 10 

gcggauuuag cucaguuggg agagcgccag acunnnaauc uggagguccu guguucgauc 60 
cacagaauuc gcacca 76 
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